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Number of (unrooted) trees, T;
for s seguences

S T

3 1
4 3
5 15
6 105
7 945
8 10,395
9 135,135
10 3 .027,025
14, 34,459,425
12 654,729,075
13 1.89 % 10* :

14 3.16 x 10

20 3.19 x 107
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Maximum Parsimony Tree
357 sequences
987 nucleotides
329 amino acids

Across Tree:
1348 nucleotidesubstitutions
745 amino acid replacements
55% of the mutations are non-silent

97

n=69
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Positively selected codons offtips
all non sil  prob ifsig=]

0 0,036] I
I 0.0400 I
0 0.0013 |
-0 0.0000 |
(0 0,036 |
I 0.006] |
) 0.0361 |
0.0371 |
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0.0361 I
0.0001 I
0.0013 |
0.0119 ]
0.0400 |
00119 ]
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